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ARTICLE INFO ABSTRACT

Keywords: Erlotinib (Tarceva®) is a selective epidermal growth factor receptor (EGFR) tyrosine kinase inhibitor in the
Salinomycin treatment of human non-small cell lung cancer (NSCLC). Salinomycin, a polyether antibiotic, has been
Erlotinib promising a novel therapeutic agent for lung cancer, and down-regulated the expression of thymidylate synthase
Z?();midylate synthase (TS) in NSCLC cell lines. Previous study showed that against EGFR and TS was strongly synergistic cytotoxicity

in NSCLC cells. In this study, we showed that erlotinib (1.25-10 uM) treatment down-regulating of TS
expression in an AKT inactivation manner in two NSCLC cell lines, human lung squamous cell carcinoma
H1703 and adenocarcinoma H1975 cells. Knockdown of TS using small interfering RNA (siRNA) or inhibiting
AKT activity with PI3K inhibitor LY294002 enhanced the cytotoxicity and cell growth inhibition of erlotinib. A
combination of erlotinib and salinomycin resulted in synergistic enhancement of cytotoxicity and cell growth
inhibition in NSCLC cells, accompanied with reduced protein levels of phospho-AKT(Ser473), phospho-
AKT(Thr308), and TS. Overexpression of a constitutive active AKT (AKT-CA) or Flag-TS expression vector
reversed the salinomycin and erlotinib-induced synergistic cytotoxicity. Our findings suggested that the down-
regulation of AKT-mediated TS expression by salinomycin enhanced the erlotinib-induced cytotoxicity in
NSCLC cells. These results may provide a rationale to combine salinomycin with erlotinib for lung cancer
treatment.

Non-small cell lung cancer

1. Introduction

Lung cancer is the leading cause of cancer death and accounts for
the most common malignancy in the world. Epidermal growth factor
receptor (EGFR) is highly expressed in non-small cell lung cancer
(NSCLC) [1,2] and is most commonly reported in squamous cell
carcinoma, followed by adenocarcinoma and large cell carcinoma [3].
The classic EGFR mutations, including the L858R point substitution in
exon 21 and in-frame deletions in exon 19, are demonstrating about
85-90% of all EGFR mutations and associated with affected response
to the EGFR tyrosine kinase inhibitors (TKIs) [4]. EGFR-TKIs can
block the lipid kinase phosphatidyl inositol 3-kinase (PI3K)-AKT and
Ras-Raf-MKK1/2-ERK1/2 pathways [5], which have been implicated
in the promotion of cell growth and survival and the inhibition of cell
apoptosis [6]. Erlotinib is an EGFR-TKI targeting the ATP-binding site
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of the EGFR, leading to inhibition of tyrosine kinase activity [7].
Erlotinib has been used in prolong survival in patients with advanced
NSCLC after first-line and second-line chemotherapy [8]. However,
enhancement of PI3K-AKT and MKK1/2-ERK1/2 signals have been
found in the EGFR-TKI-resistant NSCLC [9,10].

Thymidylate synthase (TS) is an essential enzyme for the de novo
synthesis of dTMP; block EGFR by erlotinib and the cytotoxic agent
pemetrexed against TS, was strongly synergistic in NSCLC cell lines
[11]. Moreover, dasatinib, a Src inhibitor, enhances the sensitivity to
pemetrexed in mesothelioma cells through TS downregulation [12]. In
colorectal cancer, B7-H3, a member of the B7 family, induces the
chemoresistance to 5-fluorouracil (5-FU) through the upregulation of
TS via the PI3K/AKT signaling pathway [13]. Inhibition of the
mammalian target of rapamycin (mTOR) showed growth inhibitory
activity against gastric cancer cells and acted synergistically with 5-FU
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by down-regulation of TS expression [14]. Enzastaurin (a PKCbeta-
inhibitor) and pemetrexed has synergistic cytotoxicity effect in the
NSCLC cells SW1573 and A549, and this combination reduced AKT
phosphorylation and decreased pemetrexed-induced TS expression
[15]. However, whether erlotinib could affect TS expression through
AKT signal in NSCLC cell lines is unclear.

Salinomycin, a polyether ionophore antibiotic isolated from
Streptomyces albus, was originally used to eliminate bacteria, fungi,
and parasites [16]. Moreover, salinomycin improves the efficacy of
gemcitabine in pancreatic cancer [17], and sensitizes breast cancer cells
to the effects of doxorubicin and etoposide treatment by increasing
DNA damage [18]. In Parajuli et al. study, salinomycin treatment
inhibited AKT/NF-kB activation and induced apoptosis in cisplatin-
resistant ovarian cancer cells [19]. Our previous study showed that
salinomycin enhances cisplatin-induced cytotoxicity in human lung
cancer cells via down-regulation of AKT-dependent TS expression [20].
However, the sensitization of lung cancer cells to an EGFR-TKI using
salinomycin has yet to be determined.

Previous studies have showed that PI3K-AKT pathway is one of
most promising targets of anticancer agents. PI3Ks are activated by
EGFR and convert PIP2 (phosphatidylinositol-4,5-bisphosphate) to
PIP3 (phosphatidylinositol-3,4,5-trisphosphate) [21,22]. When AKT
kinase is recruited to the plasma membrane by PIP3, it is activated by
specific phosphorylation at residues Ser473 and Thr308. Activated
PI3K-AKT signal pathway controls cell survival, cell growth, and
proliferation [21,22]. In the present study, we investigated whether
cotreatment with salinomycin could sensitize NSCLC cancer cells to
erlotinib. We further analyzed whether salinomycin and erlotinib
cotreatment influenced the activation status of AKT or expression
levels of TS mRNA and protein in NSCLC cells.

2. Materials and methods
2.1. Cell lines, cell cultures, and chemicals

Human lung adenocarcinoma H1975 cells (CRL-5908), lung squa-
mous cell carcinoma H1703 (CRL-5889), bronchioloalveolar carcino-
ma A549 cells (CCL-185), and lung adenocarcinoma H1650 cells (CRL-
5883) were obtained from the American Type Culture Collection
(Manassas, VA) and the cells were cultured at 37 °C in a humidified
atmosphere containing 5% CO, in RPMI-1640 complete medium
supplemented with sodium bicarbonate (2.2%, w/v), L-glutamine
(0.03%, w/v), penicillin (100 units/ml), streptomycin (100 pg/ml),
and fetal calf serum (10%). The cell lines were routinely tested to
confirm that they were free of Mycoplasma. Salinomycin was pur-
chased from Sigma-Aldrich (St. Louis, MO, USA). Erlotinib was
purchased from Genentech (South San Francisco, CA, USA).
LY294002 and wortmannin were purchased from Calbiochem-
Novabiochem (San Diego, CA, USA). Erlotinib, LY294002, and wort-
mannin were dissolved in DMSO.

2.2. Western blot analysis

After different treatments, equal amounts of proteins from each set
of experiments were subjected to Western blot analysis as previously
described [23]. The specific phospho-AKT(Ser473) and phospho-
AKT(Thr308) antibodies were purchased from Cell Signaling
(Beverly, MA, USA). Rabbit polyclonal antibodies against TS(TS-106)
(sc-33679), AKT(H-136) (sc-8312), and Actin(I-19) (sc-1616) were
purchased from Santa Cruz Biotechnology (Santa Cruz, CA, USA).

2.3. Plasmid and transfection
Exponentially growing human lung cancer cells (10°) were plated

for 18 h, and then constitutively active AKT (AKT-CA), which harbored
a consensus myristylation domain that replaced the 4-129 amino acids
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of wild-type AKT, were transfected into H1703 or H1975 cells using
Lipofectamine (Invitrogen). The sense-strand sequences of siRNA
duplexes were as follows: TS: 5’-GCACAUAUUUACCUGAAUC-3’,
and scrambled (as a control): 5-GCG CGC UUU GUA GGA TTC G-3’
(Dharmacon Research, Lafayette, CO). The AKT1 siRNA (sc-29195)
was purchased from Santa Cruz Biotechnology (Santa Cruz, CA, USA).
Cells were transfected with siRNA duplexes (200 nM) using
Lipofectamine 2000 (Invitrogen) for 24 h.

2.4. Quantitative real-time polymerase chain reaction (PCR)

PCRs were performed using an ABI Prism 7900HT, in accordance
with the manufacturer's instructions. Amplification of specific PCR
products was performed using the SYBR Green PCR Master Mix
(Applied Biosystems). For each sample, the data was normalized to
the housekeeping gene glyceraldehyde 3-phosphate dehydrogenase
(GAPDH). The designed primers in this study were: TS forward primer,
5’- ACTGCAAAGAGTGATTGACACC -3’, TS reverse primer, 5’-
CACTGTTCACCACATAGAACTGG -3’; GAPDH forward primer, 5'-
CATGAGAAGTATGACAACAGCCT -3’; GAPDH reverse primer, 5’-
AGTCCTTCCACGATACCAAAGT -3’. Analysis was performed using
the comparative Ct value method. For each sample, the data was
normalized to the housekeeping gene GAPDH.

2.5. MTS assay

In vitro 3-(4,5-dimethylthiazol-2-yl)-5-(3-carboxymethoxyphenol)-
2-(4- sulfophenyl)-2H-tetrazolium (MTS) assay was performed. Cells
were cultured at 5000 per well in 96-well tissue culture plates. To
assess cell viability, drugs were added after plating. At the end of the
culture period, 20 uL. of MTS solution (CellTiter 96 Aqueous One
Solution Cell Proliferation Assay; Promega, Madison, WI, USA) was
added, the cells were incubated for a further 2 h, and the absorbance
was measured at 490 nm using an ELISA plate reader (Biorad
Technologies, Hercules, CA).

2.6. Combination index analysis of drug interactions

Erlotinib and salinomycin were combined at a ratio of 1:1 or 1:2,
and the effect of combined treatment on cell viability was examined by
MTS assay. To calculate a combination index (CI), the computer
software Calcusyn (Biosoft, Oxford, UK) was used, taking the entire
shape of the cell viability curve into account to calculate whether a
combination is synergistic (CI < 0.9), additive (CI=0.9-1.1), or antag-
onistic (CI > 1.1) [24]. The mean of CI values at a fraction affected (FA)
of 0.90, 0.75, 0.50 were used to calculate between the three indepen-
dent experiments.

2.7. Trypan blue dye exclusion assay

Cells were treated with salinomycin and/or erlotinib for 24, 48, and
72 h. After treatment, 500 cells were harvested, and the proportion of
dead cells was determined by hemocytometer, counting the number of
cells stained with trypan blue. Trypan blue dye can be excluded from
living cells, but is able to penetrate dead cells. The dead cells were
calculated as follow: trypan blue (+) cells ratio (%)=(stained cell
number/total cell number)x100.

2.8. Statistical analyses

For each protocol, three or four independent experiments were
performed. Results were expressed as the mean + SEM. Statistical
calculations were performed using SigmaPlot 2000 software (Systat
Software, San Jose, CA). Differences in measured variables between the
experimental and control groups were assessed via unpaired t-test. P <
0.05 was considered statistically significant.
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Fig. 1. Erlotinib decreased TS expression in a dose and time-dependent manner. (A) H1703 or H1975 cells (10°) were cultured in complete medium for 18 h and then exposed to
erlotinib (5 uM) for 3, 6, 9, 12, or 24 h. (B) Various concentrations of erlotinib (1.25-10 uM) for 24 h in complete medium. The total RNA was isolated and subjected to real-time PCR
for TS mRNA expression. The results (mean + SEM) were from three independent experiments. (C and D) After treatment as above, the cell extracts were examined by Western blot for

determination of TS, phospho-AKT(Ser473), phospho-AKT(Thr308), actin, and AKT protein levels. **p < 0.01, *p

with or without erlotinib.
3. Results

3.1. TS mRNA and protein levels were decreased after erlotinib
exposure

To determine whether TS expression was associated with the effects
of erlotinib, we first assessed H1703 or H1975 cells, treated with
erlotinib (5 uM) for 3—24 h or various concentrations of erlotinib (1.25,
2.5, 5, 10 uM) for 24 h. The real-time PCR and Western blot analysis
revealed that erlotinib reduced TS mRNA and protein expression in a
time and dose-dependent manner; this was accompanied with a
decrease in phospho-AKT(Ser473) and phospho-AKT(Thr308) protein
levels (Fig. 1A-D). Next, to determine whether AKT inactivation was
involved in down-regulation of TS by erlotinib, these cell lines were
transiently transfected with AKT-CA plasmids, a constitutively active
form of AKT. Overexpression of AKT-CA rescued TS mRNA and
protein expression in H1703 and H1975 cells inhibited by erlotinib
(Fig. 2A and B). However, once these cells were pretreated with PI3K
inhibitors (wortmannin or LY294002) (Fig. 2C and D) or transfected
with si-AKT RNA (Fig. 2E and F), the TS mRNA and protein levels in
erlotinib-exposed H1703 or H1975 cells would further decrease. As
expected, the addition of wortmannin or LY294002 further decreased
phospho-AKT(Ser473) and phospho-AKT(Thr308) protein levels in
erlotinib-exposed NSCLC cell lines (Fig. 2D). Therefore, we concluded
that erlotinib decreased TS expression in a PI3K-AKT inactivation
manner.

3.2. Knockdown of TS increased erlotinib-induced cytotoxicity and
growth inhibition in NSCLC cells

We next examined the effect of siRNA-mediated TS knockdown on
erlotinib-induced cytotoxicity and cell growth inhibition in NSCLC
cells. At 24h post-transfection, real-time PCR and Western blot
analysis showed a further decrease in TS mRNA and protein in
erlotinib-treated H1703 and H1975 cells (Fig. 3A and B).
Furthermore, suppression of TS expression by si-TS RNA resulted in
increased sensitivity to erlotinib compared to si-control transfected
cells (Fig. 3C and D). We also conducted a cell growth inhibition assay
to evaluate the synergistic effects of TS knockdown with erlotinib
treatment. In Fig. 3E, more inhibition of cell growth was induced by the
combination of TS siRNA and erlotinib than by erlotinib alone in
H1703 or H1975 cells. Therefore, down-regulation of TS expression

< 0.05 using Student's t-test for comparison between the cells treated

enhanced erlotinib-induced cytotoxicity and growth inhibition in
NSCLC cells.

3.3. AKT inactivation and TS downregulation were associated with
erlotinib-induced cytotoxicity and growth inhibition

Next, the role of AKT inactivation and decrease of TS expression in
the cytotoxic effect of erlotinib was examined. In Fig. 3F and G,
enforced expression of the AKT-CA or Flag-TS expression vector
rescued H1703 and H1975 cell viability after being decreased by
erlotinib, and also reverse the growth inhibition effect. In contrast,
co-treatment with PI3K inhibitor LY294002 caused further significant
decreases in cell viability in erlotinib-exposed H1703 or H1975 cells,
compared with erlotinib treatment alone (Fig. 3H). On the other hand,
LY294002 could more effectively inhibit cell growth than either drug
alone after erlotinib treatment (Fig. 3I). Taken together, inactivation of
the AKT-TS signal enhanced erlotinib-induced cytotoxicity and growth
inhibition in NSCLC cells.

3.4. Salinomycin synergized erlotinib-induced cytotoxicity and cell
growth inhibition in H1703 and HI1975 cells

In our previous study demonstrated that salinomycin inhibits the
AKT-TS pathway, leading to enhance cytotoxicity in cisplatin-treated
NSCLC cells [20]; therefore, we attempted to determine whether
salinomycin could enhance the cytotoxic effects of erlotinib through
down-regulating TS expression in NSCLC cells. First, we used different
NSCLC cell lines, including adenocarcinoma (H1975 and H1650),
bronchioloalveolar cell carcinoma (A549), and squamous cell carcino-
ma (H1703). The H1975 cell line contains erlotinib resistance EGFR
L858R mutation plus T790M mutation. The H1703 and A549 cell line
contains wild-type EGFR. The H1650 cell line contains a deletion
mutation (delE746-A750) of EGFR. Erlotinib and salinomycin were
combined at a ratio of 1:1 or 1:2, and the effect of combined treatment
on cell viability was examined by MTS assay (Fig. 4A; Supplementary
Fig. S1A). Combined treatment with salinomycin and erlotinib for 24 h
resulted in a greater loss of cell viability in these four NSCLC cells lines
than treatment with either erlotinib or salinomycin alone (Fig. 4A;
Supplementary Fig. S1A). As the CI values are below 1, the results
demonstrate that both combination treatments synergistically enhance
cytotoxicity in these four NSCLC cells (Fig. 4B; Supplementary Fig.
S1B). In addition, H1703 and H1975 cells were exposed to salinomycin
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Fig. 2. Erlotinib decreased TS expression via PI3K-AKT inactivation in NSCLC cells. (A and B) H1703 or H1975 cells (5x10°) were transfected with AKT-CA expression vector. After
incubation for 24 h, the cells were treated with erlotinib (5 uM) for 24 h. The results (mean + SEM) were from three independent experiments. **p < 0.01 using Student's t-test for
comparison between the cells treated with erlotinib in pcDNA3 or AKT-CA vector-transfected cells. (C and D) LY294002 (5 uM) or wortmannin (5 uM) was added to H1703 or H1975
cells for 1 h before erlotinib (2.5 pM) treatment for 24 h. The results (mean + SEM) were from three independent experiments. **p < 0.01 using Student's t-test for comparison between
the cells treated with erlotinib—DMSO or an erlotinib—LY294002/wortmannin combination. (E and F) H1703 or H1975 cells were transfected with siRNA duplexes (200 nM) specific to
AKT or scrambled (control) in complete medium for 24 h prior to treatment with erlotinib (2.5 pM) in complete medium for 24 h. The results (mean + SEM) were from three

independent experiments.

**p < 0.01, using Student's t-test for comparison between the cells treated with erlotinib in si-AKT RNA or si-scrambled RNA-transfected cells. After

treatment, the cell extracts were examined via real-time PCR (A, C, E) and Western blot (B, D, F) for determination of TS mRNA and protein levels, respectively.

and/or erlotinib, and cell proliferation was determined 1-3 days after
exposure. Salinomycin and erlotinib co-treatment had a greater cell
growth inhibition effect than either treatment alone (Fig. 4C). The
results showed that combined salinomycin and erlotinib had a syner-
gistic cytotoxic effect on human NSCLC cells.

3.5. Salinomycin down-regulated TS protein and mRNA level in
erlotinib-treated human lung cancer cells

In order to assess the mechanism of the synergistic effects, we
hypothesized that salinomycin would affect TS expression in erlotinib-
treated NSCLC cells. To test this hypothesis, H1703 and H1975 cells
were exposed to erlotinib (1.25, 2.5, 5 uM) and salinomycin (1.25 uM)
for 24h. The results from real-time PCR analysis showed that
salinomycin further decreased erlotinib-induced TS mRNA levels in
H1703 and H1975 cells (Fig. 4D). Moreover, salinomycin suppressed
the phospho-AKT(Ser473), phospho-AKT(Thr308), and TS protein
levels in erlotinib-treated NSCLC cells (Fig. 4E).

3.6. Transfection with AKT-CA or Flag-TS vectors enhanced the cell
survival suppressed by erlotinib and salinomycin

Next, we investigated whether salinomycin and erlotinib combina-
tion-mediated TS downregulation was correlated with AKT inactivation
in NSCLC cells. In Fig. 5A and B, enforced AKT-CA vector expression
could rescue TS mRNA and protein levels that were suppressed by
salinomycin and erlotinib. In Fig. 5C and D, enforced expression of the
AKT-CA vector rescued H1703 and H1975 cell viability after being

decreased by salinomycin and erlotinib. Moreover, enforced TS ex-
pression by Flag-TS vector transfection enhanced the TS protein level
as well as the cell viability in salinomycin and erlotinib cotreated cells
(Fig. 6A-C). Taken together, the downregulation of AKT-mediated TS
expression by salinomycin is an important regulator to enhance the
erlotinib-induced cytotoxicity in NSCLC cells.

4. Discussion

Salinomycin is an antibiotic and known to act as an ionophore on
cell membranes [16,25]. Salinomycin was initially used to kill bacteria,
fungi and parasites [16,26]. In past years, the polyether salinomycin
has emerged from a high-throughput screen of substances that
selectively deplete breast cancer stem cells [27]. More recently,
salinomycin been shown to kill cancer stem cells and inhibit the
growth of chemoresistant cancer cells [27-29]. Moreover, salinomycin
can sensitize cancer cells to various anticancer drugs and radiation
[18,30,31]. It has been reported that salinomycin was able to potentiate
the anticancer effects of 4-Hydroxytamoxifen and frondoside A on
breast cancer cells MCF-7 and MDA-MB-231, respectively [32].
Similarly, the combination of trastuzumab, an antibody that blocks
the activity of HER2, and salinomycin leads to enhance cell death in
MDA-MB-231 and MCF-7 mammospheres [33]. Here, we showed that
salinomycin sensitized lung cancer cells to the effects of erlotinib.

Several studies have discovered anti-cancer effects of salinomycin
in various malignancies including inhibition of cancer cell proliferation
and migration, and induction of apoptosis and autophagy [29,34-36].
Our study results showed that downregulation of AKT-mediated TS



C.-L. Tung et al. Experimental Cell Research xxx (xxxx) xxx—xxx

A —sca D E
11 = si-control H1703 100 H1703 — §i1s =% = siCL 13 7 —o— si-CL; mock
= ;: = H1703 Zgits = si-control = < Si-TS = % keod £ H1703 o si7s Be £ :f --a-- si-CL; erlotinib 5 uM
) ini =8 = —v— si-TS; mock
g 0 125 25 0 125 25 erlotinib (M) g5 .. (%) § 9] - si-TS; erlotinib
< o TS 2z R 508
g N CRCIEE 5 i
> a So0s
£ E— (0 = % 8
= y S a 503
: e  — 2 g 35
00
e KT gt ol
0 1‘25|2t'5 ) °M1 2525 0 125 25 5 10 0 125 25 5 10 oo
erlotinib (M) erlotinib (uM) erlotinib (uM)
n = si-control H1975 = si-CL 50
=8 H1975 Zits < sicontrol = = Si-TS 9 H975—sits " hors 2 98 § ¢
S 08 0 125 25 0 125 2.5 erlotinib (uM) g e % 20 - =
£ o7 £n k2 2 § 2
E . 260 ke 8 § %
E o3 S 4 S 2 N gos
sk i I ATy S 3 \ 56
= ! 3 A £o.
% - e ——— ol 8= g \ g0
01225 012525 | ol £, I L,
erlotinib (1M) 0 125 25 5 10 0 125 25 5 10 0 24 48 72
erlotinib (uM) erlotinib (uM) Time (h)
== pcDNA3 DM
1103 H1703 e AKT-CA 1009 = H1703 = Dheoos 25 WM mock
1 == Flag-TS % 1= & - LY 25 M
9 —~ 80 *» S erlotinib 2.5 uM
= 270 =3 erlotinib 5 M
= 2 60 . = - LY + erlotinib 2.5 uM
8 3 50 S - LY + erlotinib 5 uM
S 40 =
] 04 —o— pcDNA3 —m— pcDNAS3; erlotinb = 30 3
o 202 --A- AKT-CA —&— AKT-CA; erlotinib 3 20
g --®-- Flag-TS —e—Flag-TS; erlotinib 10
0.0
0
0 = pcDNA3 = DMSO 5
. = f:‘KT-;?/S* € Jj H1975 009 — _ H1975 2 criotinib 2.5 uM A
- ag- < 2 = =,
2 12 L 1“ <80 = k) /
> T 10 £70 k- x "
= ® 260 - = g
8 gos 3 50 2
2 §o6 a0 = -
g £o04 —o— PcDNA3 —m— pcDNA3; erlotinib 5 30 o
202 -4~ AKT-CA —4— AKT-CA; erlotinb 3 20
g 00 ---- Flag-TS —e— Flag-TS; erlotinib 10 < - -
: - o
DMSO o 5 48 £ A 0 24 48 72

Time (h)

Time (h)

Fig. 3. Knockdown of TS expression by si-RNA transfection enhanced the cytotoxicity induced by erlotinib. (A and B) H1703 or H1975 cells were transfected with siRNA duplexes
(200 nM) specific to TS or scrambled (control) in complete medium for 24 h prior to treatment with erlotinib (1.25, 2.5 uM) in complete medium for 24 h; the cell extracts were
examined by real-time PCR (A) and Western blot (B) for determination of TS mRNA and protein levels, respectively. (C and D) After the above-mentioned treatment, cytotoxicity was
determined by MTS assay and trypan blue dye exclusion assay. (E) After the cells were transfected with si-TS or si-scrambled RNA, the cells were treated with erlotinib (5 uM) for 24, 48,
and 72 h, after which living cells were determined by MTS assay. The results (mean + SEM) were from three independent experiments. **p < 0.01 using Student's t-test for comparison
between the cells treated with erlotinib in si-TS RNA or si-scrambled RNA-transfected cells. (F) After the cells were transfected with pcDNA3, AKT-CA or Flag-TS expression vector, the
cells were treated with erlotinib (10 pM) for 24 h, cytotoxicity was determined by MTS assay. The results (mean + SEM) were from three independent experiments. (G) After the cells
were transfected with pcDNA3 or AKT-CA/Flag-TS expression vector, the cells were treated with erlotinib (10 uM) for 24, 48, and 72 h, and cytotoxicity was determined by MTS assay.
**p < 0.01 using Student's t-test for comparison between the cells treated with erlotinib in AKT-CA/Flag-TS or pcDNA3 vector-transfected cells. Inhibition of AKT activation enhanced
the cytotoxicity induced by erlotinib. (H) H1703 or H1975 cells were pretreated with LY294002 (1.25, 2.5, 5 uM) for 1 h and then co-treated with erlotinib (2.5 uM) for 24 h.
Cytotoxicity was determined by MTS assay. **p < 0.01 using Student's t-test for comparison between the cells pretreated with or without LY294002 in erlotinib exposed cells. (I) Cells
were treated with erlotinib (2.5, 5 uM) and/or LY294002 (2.5 uM) for 1-3 days after which living cells were determined by trypan blue dye exclusion assay. **p < 0.01 using Student's ¢-
test for comparison between cells treated with erlotinib alone or with an erlotinib and LY294002 combination.

A = erlotinib = erlotinib B c "
H1703 == salinomycin H1703 == salinomycin 147 H1703 —o- mock
‘gg =] === combination ’:g = w— combination o eoso eoso -~ erlotinib 2.5 uM
M e M = = -=-- erlotinib 5 uM
sl IS M sl b o 127 @ Eo% Antagonism 127 v oo S = salinomycin 2.5 uM
Sw S xis e o e - salinomycin + erlotinib 2.5 uM
= 50 . =50 [+ 2 2 —v— salinomycin + erlotinib 5 uM
D% 30 981 H1703  synergism 098] H1703  synergism
2% o >3 - Los Sos
T 20 T2 ..
©0 © 10 £94] o . Loa] ¥ .
isiNS NES NES EE jgiNS NES NES NE 5o R 5 ¥
100 100
ol = H1975 i H1975 o o
-~ ™ PR o M 12 Antagonism 12 Antagonism
g ™ 70 M o} o}
Se0 S0 . 1o Additive $ro Additive
- o 5% 508 H1975  synergiom 5081 H1975  Synergism
S < 2w e .
8z & i % ARSI '
il | | | | | ol | | | | | | | 8oz 8oz
125 25 5 10 erlotinib (1M) 125 25 5 10 erlotinib (uM) 00 ~ ~ . 00 .
125 25 5 10 salinomycin (M) 35 5 10 20 salinomycin (uM) erlotinib : salinomycin= 1: 1 erlotinib : salinomycin= 1: 2 sl
0 1 2 3
Day
D oMSO oMso H1703 H1975 " .
H1703 =DM . H19752 § - - - - 4+ + + + - - - - + + + + salinomycin
5™ E =™ L 012525 5 0 125 25 5 0 12525 5 0 1.25 25 5 erlotinib (uM)
g —_——— T mm—e=
- g p-AKT(Ser473)
) 0.2 %) 02
0.0 00
® ainiob (M) % eriueinb (uM) e Lottt J
erlotininb (uM) erlotininb (uM)

Fig. 4. Salinomycin co-treatment with erlotinib synergistically enhanced cytotoxicity. (A) Erlotinib and salinomycin were combined at a ratio of 1:1 (left panel) or 1:2 (right panel) and
the MTS assay was used to analyze cell viability. (B) The mean CI values at a fraction affected (FA) of 0.50, 0.75, 0.90 for erlotinib and salinomycin combined treatment were averaged for
each experiment and used to calculate the mean between experiments. (C) Cells were treated with salinomycin (2.5 uM) and/or erlotinib (2.5 or 5 uM) for 1-3 days after which living
cells were determined by MTS assay. **p < 0.01 using Student's t-test for comparison between cells treated with a drug alone or with a salinomycin/erlotinib combination. (D)
Salinomycin decreased TS protein and mRNA levels in erlotinib-exposed NSCLC cells. H1703 or H1975 cells (10°) were cultured in complete medium for 18 h and then were exposed to
erlotinib and salinomycin (1.25 uM) for 24 h. After treatment, total RNA was isolated and subjected to real-time PCR for TS mRNA expression. Means + standard deviation (SD) from
four independent experiments. a** denotes p < 0.01, respectively, using Student's t-test for comparison between the cells treated with or without salinomycin. b** denotes p < 0.01,
respectively, using Student's t-test for comparison between the cells treated with salinomycin/erlotinib alone or combined. (E) After treatment as above, cell extracts were examined by
Western blot for determination of TS, phospho-AKT(Ser473), phospho-AKT(Thr308), actin, and AKT protein levels.



C.-L. Tung et al.

Experimental Cell Research xxx (xxxx) xxx—xxx

A B

20 H1703 £ PCDNA3 16 H1g75 £ PCDNAS H1703 H1975
5.8 m= AKT-CA o 14 w = AKT-CA pcDNA3  AKT-CA pcDNA3  AKT-CA
L 14 e i £ 12 0 25 5 0 25 5 0 25 5 0 25 5 erlotinib (uM)
< 1.2 < 1.0 +  + + 4+ - + + - + + salinomycin
Zos 3 - m——

€ £ 06
- 04 - 0'2 AKT-CA

o5 00 -

0 25 5 0 25 5 erlotinib (uM)
- + + - + + salinomycin
C D
e == pcDNA3 o= == pcDNA3

p & :z H1703 f\(lr:(T-CA £52 :g H1975 E’-)\(}:(T-CA

5 s P

T 3 i

N £ i

2 g g

© =2 8

S T €

= g £

o £ £ S§ ‘

5 erlotinib (uM) 0 2.5 5 erlotinib (uM)
5  salinomycin (uM) 0 2.5 5  salinomycin (uM)

Fig. 5. Overexpression of AKT-CA restored the suppressed TS protein expression and cell survival in salinomycin and erlotinib-exposed H1703 and H1975 cells. (A) AKT-CA (5 ug) or
PcDNA3 (5 ug) expression plasmids were transfected into cells using lipofectamine. After expression for 24 h, the cells were treated with salinomycin (1.25 uM) and erlotinib (2.5, 5 pM)
for an additional 24 h, and total RNA was isolated and subjected to real-time PCR for TS mRNA expression. Means + standard deviation (SD) from four independent experiments. **
denotes p < 0.01, respectively, using Student's t-test to compare cells treated with salinomycin and erlotinib in AKT-CA vs. pcDNA3-transfected cells. (B) After treatment as above,
whole-cell extracts were collected for Western blot analysis. (C and D) After pcDNA3 control vector (5 pg) or AKT-CA (5 pg) expression plasmids transfection, cells were treated with
salinomycin and erlotinib for 24 h. Cytotoxicity was determined by assessment with the MTS assay and trypan blue dye exclusion assay. **p < 0.01 by Student's ¢-test to compare cells
treated with salinomycin and erlotinib in AKT-CA vs. pcDNA3-transfected H1703 or H1975 cells.
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Fig. 6. Overexpression of Flag-TS expression vector restored the cell viability decreased
by salinomycin and erlotinib in H1703 and H1975 cells. (A) Flag-TS (5 ug) or pcDNA3
(5 ug) expression plasmids were transfected into cells using lipofectamine. After
expression for 24 h, the cells were treated with salinomycin (1.25 uM) and erlotinib
(1.25 uM) for an additional 24 h, and the whole-cell extracts were collected for Western
blot analysis. (B and C) After treatment as above, Cytotoxicity was determined by
assessment with the MTS assay and trypan blue dye exclusion assay. ** denotes p < 0.01,
respectively, using Student's t-test to compare cells treated with salinomycin and
erlotinib in Flag-TS vs. pcDNA3-transfected cells.

expression by salinomycin enhanced the erlotinib—induced cell death
and growth inhibition effect. Compared to previous studies, Zhang
et al. indicated that the pemetrexed combined with EGFR-TKI gefitinib
decreased TS mRNA expression. Additionally, gefitinib inhibited the
pemetrexed induced AKT and ERK1/2 activation, and pemetrexed
combined with gefitinib has a significant synergistic effect on colorectal
cancer cells [37]. Previous study showed that the addition of TS-

targeting drugs to irreversible EGFR-TKI BIBW2992 overcome EGFR-
TKI resistance and synergistically inhibit the proliferation of NSCLC
cells with the T790M mutation in vitro [38]. Moreover, BIBW2992
induced down-regulation of TS in the gefitinib-resistant NSCLC cells,
implicating depletion of TS in the enhanced antitumor effect of the
combination therapy [38]. In this study, salinomycin combined treat-
ment with erlotinib could further down-regulate AKT-mediated TS
expression, and subsequently result in synergistic cytotoxic effects in
NSCLC cells.

In human and rat cells, there are two E2F consensus binding sites
in the inverted repeat of the TS promoter [39,40]. Moreover, the
transcription of TS is regulated by the transcription factor E2F1 in the
S phase of the cell cycle [41]. It has demonstrated that EGFR-TKI
gefitinib inhibited the expression of the transcription factor E2F1,
thereby decreasing the TS expression and activity, and mediating the
synergistic interaction with oral fluorouracil S-1 [42]. The PI3K-AKT
signaling activation has been found to accumulate E2F1 [43], and it has
shown that E2F is involved in TS regulation [44-46]. However,
whether E2F1 was involved in regulating TS expression in salinomycin
and erlotinib-exposed NSCLC cells were under our investigation.

In this study, we compared the cytotoxic effect of elrotinib/
salinomycin alone or two drug combination on different NSCLC cell
lines, including adenocarcinoma (H1975 and H1650), bronchioloal-
veolar cell carcinoma (A549), and squamous cell carcinoma (H1703).
The results showed that the combination of elrotinib with salinomycin
synergistically inhibited the cell viability of erlotinib resistant H1975
cells with L858R and T790M mutations of EGFR and also the H1703
and A549 cells with wild-type EGFR. In the Supplementary Fig. 1, this
combination treatment also manifested a synergistic cytotoxicity effect
on the elrotinib sensitive H1650 cell line contains an EGFR exon 19
deletion mutation. To the best of our knowledge, our work is the first
report of new insight into the mechanism of salinomycin in down-
regulating the expression of TS to enhance the cytotoxic effect of
erlotinib in NSCLC cells. These results may provide for the rational
design of future drug regimens incorporating salinomycin and erlotinib
for the treatment of NSCLC. Though further in vivo study is required to
evaluate the effects of salinomycin, erlotinib, and their combination,
and the side effects from this regimen, the concepts of erlotinib
combined with salinomycin can be considered as a baseline to develop
a novel treatment strategy for optimizing response to EGFR-TKIs for



C.-L.

Tung et al.

NSCLC.

Conflict of interest

The authors declare that they have no conflict of interest.

Acknowledgements

This study was funded by the grant MOST 105-2314-B-002-112 (J-

C. Ko and Y-W. Lin), from the Ministry of Science and Technology,
Taiwan, and Ditmanson Medical Foundation Chia-Yi Christian
Hospital Research Program R106-007 (C-L. Tung).

Appendix A. Supplementary material

Supplementary data associated with this article can be found in the

online version at http://dx.doi.org/10.1016/j.yexcr.2017.04.026.

References

(1]

[2]

(3]

(4]

(5]
(6]

[8]
[91

[10]

[11]

[12]

[13]

[14]

[15]

[16]

[17]

D.S. Salomon, R. Brandt, F. Ciardiello, N. Normanno, Epidermal growth factor-
related peptides and their receptors in human malignancies, Crit. Rev. Oncol.
Hematol. 19 (1995) 183-232.

F.R. Hirsch, M. Varella-Garcia, P.A. Bunn Jr, M.V. Di Maria, R. Veve,

R.M. Bremmes, A.E. Baron, C. Zeng, W.A. Franklin, Epidermal growth factor
receptor in non-small-cell lung carcinomas: correlation between gene copy number
and protein expression and impact on prognosis, J. Clin. Oncol.: Off. J. Am. Soc.
Clin. Oncol. 21 (2003) 3798-3807.

D. Veale, N. Kerr, G.J. Gibson, P.J. Kelly, A.L. Harris, The relationship of
quantitative epidermal growth factor receptor expression in non-small cell lung
cancer to long term survival, Br. J. Cancer 68 (1993) 162-165.

T. Tanaka, M. Matsuoka, A. Sutani, A. Gemma, M. Maemondo, A. Inoue,

S. Okinaga, M. Nagashima, S. Oizumi, K. Uematsu, Y. Nagai, G. Moriyama,

H. Miyazawa, K. Tkebuchi, S. Morita, K. Kobayashi, K. Hagiwara, Frequency of and
variables associated with the EGFR mutation and its subtypes, Int. J. Cancer J. Int.
Cancer 126 (2010) 651-655.

J. Schlessinger, Ligand-induced, receptor-mediated dimerization and activation of
EGF receptor, Cell 110 (2002) 669-672.

T. Shibata, T. Kawano, H. Nagayasu, K. Okumura, M. Arisue, J. Hamada,

N. Takeichi, M. Hosokawa, Enhancing effects of epidermal growth factor on human
squamous cell carcinoma motility and matrix degradation but not growth, Tumour
Biol. 17 (1996) 168-175.

F.A. Shepherd, J. Rodrigues Pereira, T. Ciuleanu, E.H. Tan, V. Hirsh,

S. Thongprasert, D. Campos, S. Maoleekoonpiroj, M. Smylie, R. Martins, M. van
Kooten, M. Dediu, B. Findlay, D. Tu, D. Johnston, A. Bezjak, G. Clark,

P. Santabarbara, L. Seymour, Erlotinib in previously treated non-small-cell lung
cancer, N. Engl. J. Med. 353 (2005) 123-132.

E. Felip, R. Rosell, Clinical experience with erlotinib in non-small-cell lung cancer,
Drugs Today 42 (2006) 147-156.

Y. Kokubo, A. Gemma, R. Noro, M. Seike, K. Kataoka, K. Matsuda, T. Okano,

Y. Minegishi, A. Yoshimura, M. Shibuya, S. Kudoh, Reduction of PTEN protein and
loss of epidermal growth factor receptor gene mutation in lung cancer with natural
resistance to gefitinib (IRESSA), Br. J. Cancer 92 (2005) 1711-1719.

M.L. Janmaat, F.A. Kruyt, J.A. Rodriguez, G. Giaccone, Response to epidermal
growth factor receptor inhibitors in non-small cell lung cancer cells: limited
antiproliferative effects and absence of apoptosis associated with persistent activity
of extracellular signal-regulated kinase or Akt kinase pathways, Clin. Cancer Res. 9
(2003) 2316-2326.

E. Giovannetti, C. Lemos, C. Tekle, K. Smid, S. Nannizzi, J.A. Rodriguez,

S. Ricciardi, R. Danesi, G. Giaccone, G.J. Peters, Molecular mechanisms underlying
the synergistic interaction of erlotinib, an epidermal growth factor receptor tyrosine
kinase inhibitor, with the multitargeted antifolate pemetrexed in non-small-cell
lung cancer cells, Mol. Pharmacol. 73 (2008) 1290-1300.

V. Monica, M. Lo Iacono, E. Bracco, S. Busso, L. Di Blasio, L. Primo, B. Peracino,
M. Papotti, G. Scagliotti, Dasatinib modulates sensitivity to pemetrexed in
malignant pleural mesothelioma cell lines, Oncotarget (2016).

B. Jiang, F. Liu, Z. Liu, T. Zhang, D. Hua, B7-H3 increases thymidylate synthase
expression via the PI3k-Akt pathway, Tumour Biol.: J. Int. Soc. Oncodev. Biol.
Med. (2016).

K.H. Lee, H.S. Hur, S.A. Im, J. Lee, H.P. Kim, Y.K. Yoon, S.W. Han, S.H. Song,
D.Y. Oh, T.Y. Kim, Y.J. Bang, RAD0O01 shows activity against gastric cancer cells
and overcomes 5-FU resistance by downregulating thymidylate synthase, Cancer
Lett. 299 (2010) 22-28.

C. Tekle, E. Giovannetti, J. Sigmond, J.R. Graff, K. Smid, G.J. Peters, Molecular
pathways involved in the synergistic interaction of the PKC beta inhibitor
enzastaurin with the antifolate pemetrexed in non-small cell lung cancer cells, Br. J.
Cancer 99 (2008) 750-759.

Y. Miyazaki, M. Shibuya, H. Sugawara, O. Kawaguchi, C. Hirsoe, Salinomycin, a
new polyether antibiotic, J. Antibiot. 27 (1974) 814-821.

G.N. Zhang, Y. Liang, L.J. Zhou, S.P. Chen, G. Chen, T.P. Zhang, T. Kang, Y.P. Zhao,

[18]

[19]

[20]

[21]

[22]

[23]

[24]

[25]

[26]

[27]

[28]

[29]

[30]

[31]

[32]

[33]

[34]

[35]

[36]

[37]

[38]

[39]

[40]

[41]

[42]

Experimental Cell Research xxx (xxxx) xxx—xxx

Combination of salinomycin and gemcitabine eliminates pancreatic cancer cells,
Cancer Lett. 313 (2011) 137-144.

J.H. Kim, M. Chae, W.K. Kim, Y.J. Kim, H.S. Kang, H.S. Kim, S. Yoon, Salinomycin
sensitizes cancer cells to the effects of doxorubicin and etoposide treatment by
increasing DNA damage and reducing p21 protein, Br. J. Pharmacol. 162 (2011)
773-784.

B. Parajuli, H.G. Lee, S.H. Kwon, S.D. Cha, S.J. Shin, G.H. Lee, I. Bae, C.H. Cho,
Salinomycin inhibits Akt/NF-kappaB and induces apoptosis in cisplatin resistant
ovarian cancer cells, Cancer Epidemiol. 37 (2013) 512-517.

J.C. Ko, H.Y. Zheng, W.C. Chen, Y.S. Peng, C.H. Wu, C.L. Wei, J.C. Chen, Y.W. Lin,
Salinomycin enhances cisplatin-induced cytotoxicity in human lung cancer cells via
down-regulation of AKT-dependent thymidylate synthase expression, Biochem.
Pharmacol. 122 (2016) 90-98.

1. Vivanco, C.L. Sawyers, The phosphatidylinositol 3-Kinase AKT pathway in
human cancer, Nat. Rev. Cancer 2 (2002) 489-501.

J.A. Fresno Vara, E. Casado, J. de Castro, P. Cejas, C. Belda-Iniesta, M. Gonzalez-
Baron, PI3K/Akt signalling pathway and cancer, Cancer Treat. Rev. 30 (2004)
193-204.

J.C. Ko, S.C. Ciou, J.Y. Jhan, C.M. Cheng, Y.J. Su, S.M. Chuang, S.T. Lin,

C.C. Chang, Y.W. Lin, Roles of MKK1/2-ERK1/2 and phosphoinositide 3-kinase-
AKT signaling pathways in erlotinib-induced Rad51 suppression and cytotoxicity in
human non-small cell lung cancer cells, Mol. Cancer Res.: MCR 7 (2009)
1378-1389.

G.J. Peters, C.L. van der Wilt, C.J. van Moorsel, J.R. Kroep, A.M. Bergman,

S.P. Ackland, Basis for effective combination cancer chemotherapy with antime-
tabolites, Pharmacol. Ther. 87 (2000) 227-253.

M. Mitani, T. Yamanishi, Y. Miyazaki, Salinomycin: a new monovalent cation
ionophore, Biochem. Biophys. Res. Commun. 66 (1975) 1231-1236.

N. Mahmoudi, J.V. de Julian-Ortiz, L. Ciceron, J. Galvez, D. Mazier, M. Danis,

F. Derouin, R. Garcia-Domenech, Identification of new antimalarial drugs by linear
discriminant analysis and topological virtual screening, J. Antimicrob. Chemother.
57 (2006) 489-497.

P.B. Gupta, T.T. Onder, G. Jiang, K. Tao, C. Kuperwasser, R.A. Weinberg,

E.S. Lander, Identification of selective inhibitors of cancer stem cells by high-
throughput screening, Cell 138 (2009) 645-659.

D. Fuchs, A. Heinold, G. Opelz, V. Daniel, C. Naujokat, Salinomycin induces
apoptosis and overcomes apoptosis resistance in human cancer cells, Biochem.
Biophys. Res. Commun. 390 (2009) 743-749.

D. Lu, M.Y. Choi, J. Yu, J.E. Castro, T.J. Kipps, D.A. Carson, Salinomycin inhibits
Wnat signaling and selectively induces apoptosis in chronic lymphocytic leukemia
cells, Proc. Natl. Acad. Sci. USA 108 (2011) 13253-13257.

W.K. Kim, J.H. Kim, K. Yoon, S. Kim, J. Ro, H.S. Kang, S. Yoon, Salinomycin, a p-
glycoprotein inhibitor, sensitizes radiation-treated cancer cells by increasing DNA
damage and inducing G2 arrest, Investig. New Drugs 30 (2012) 1311-1318.

J.H. Kim, H.I. Yoo, H.S. Kang, J. Ro, S. Yoon, Salinomycin sensitizes antimitotic
drugs-treated cancer cells by increasing apoptosis via the prevention of G2 arrest,
Biochem. Biophys. Res. Commun. 418 (2012) 98-103.

Y. Al Dhaheri, S. Attoub, K. Arafat, S. Abuqamar, A. Eid, N. Al Faresi, R. Iratni,
Salinomycin induces apoptosis and senescence in breast cancer: upregulation of
p21, downregulation of survivin and histone H3 and H4 hyperacetylation,
Biochim. Biophys. Acta 1830 (2013) 3121-3135.

P.S. Oak, F. Kopp, C. Thakur, J.W. Ellwart, U.R. Rapp, A. Ullrich, E. Wagner,

P. Knyazev, A. Roidl, Combinatorial treatment of mammospheres with trastuzumab
and salinomycin efficiently targets HER2-positive cancer cells and cancer stem
cells, Int. J. Cancer 131 (2012) 2808-2819.

K. Ketola, M. Hilvo, T. Hyotylainen, A. Vuoristo, A.L. Ruskeepaa, M. Oresic,

0. Kallioniemi, K. Iljin, Salinomycin inhibits prostate cancer growth and migration
via induction of oxidative stress, Br. J. Cancer 106 (2012) 99-106.

K.Y. Kim, S.N. Yu, S.Y. Lee, S.S. Chun, Y.L. Choi, Y.M. Park, C.S. Song,

B. Chatterjee, S.C. Ahn, Salinomycin-induced apoptosis of human prostate cancer
cells due to accumulated reactive oxygen species and mitochondrial membrane
depolarization, Biochem. Biophys. Res. Commun. 413 (2011) 80-86.

T. Li, L. Su, N. Zhong, X. Hao, D. Zhong, S. Singhal, X. Liu, Salinomycin induces
cell death with autophagy through activation of endoplasmic reticulum stress in
human cancer cells, Autophagy 9 (2013) 1057-1068.

G. Zhang, X. Xie, T. Liu, J. Yang, S. Jiao, Effects of pemetrexed, gefitinib, and their
combination on human colorectal cancer cells, Cancer Chemother. Pharmacol. 72
(2013) 767-775.

K. Takezawa, I. Okamoto, J. Tanizaki, K. Kuwata, H. Yamaguchi, M. Fukuoka,

K. Nishio, K. Nakagawa, Enhanced anticancer effect of the combination of
BIBW2992 and thymidylate synthase-targeted agents in non-small cell lung cancer
with the T790M mutation of epidermal growth factor receptor, Mol. Cancer Ther. 9
(2010) 1647-1656.

S. Dong, L. Lester, L.F. Johnson, Transcriptional control elements and complex
initiation pattern of the TATA-less bidirectional human thymidylate synthase
promoter, J. Cell Biochem. 77 (2000) 50—64.

Y. Lee, L.F. Johnson, Transcriptional control elements of the rat thymidylate
synthase promoter: evolutionary conservation of regulatory features, Exp. Cell Res.
258 (2000) 53-64.

C.L. Huang, D. Liu, J. Nakano, H. Yokomise, M. Ueno, K. Kadota, H. Wada, E2F1
overexpression correlates with thymidylate synthase and survivin gene expressions
and tumor proliferation in non small-cell lung cancer, Clin. Cancer Res. 13 (2007)
6938-6946.

T. Okabe, I. Okamoto, S. Tsukioka, J. Uchida, T. Iwasa, T. Yoshida, E. Hatashita,
Y. Yamada, T. Satoh, K. Tamura, M. Fukuoka, K. Nakagawa, Synergistic antitumor
effect of S-1 and the epidermal growth factor receptor inhibitor gefitinib in non-


http://dx.doi.org/10.1016/j.yexcr.2017.04.026
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref1
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref1
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref1
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref2
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref2
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref2
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref2
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref2
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref3
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref3
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref3
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref4
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref4
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref4
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref4
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref4
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref5
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref5
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref6
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref6
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref6
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref6
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref7
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref7
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref7
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref7
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref7
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref8
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref8
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref9
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref9
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref9
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref9
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref10
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref10
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref10
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref10
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref10
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref11
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref11
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref11
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref11
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref11
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref12
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref12
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref12
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref13
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref13
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref13
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref14
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref14
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref14
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref14
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref15
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref15
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref15
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref15
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref16
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref16
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref17
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref17
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref17
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref18
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref18
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref18
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref18
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref19
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref19
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref19
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref20
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref20
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref20
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref20
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref21
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref21
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref22
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref22
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref22
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref23
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref23
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref23
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref23
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref23
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref24
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref24
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref24
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref25
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref25
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref26
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref26
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref26
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref26
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref27
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref27
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref27
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref28
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref28
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref28
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref29
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref29
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref29
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref30
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref30
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref30
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref31
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref31
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref31
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref32
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref32
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref32
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref32
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref33
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref33
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref33
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref33
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref34
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref34
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref34
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref35
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref35
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref35
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref35
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref36
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref36
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref36
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref37
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref37
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref37
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref38
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref38
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref38
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref38
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref38
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref39
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref39
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref39
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref40
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref40
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref40
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref41
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref41
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref41
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref41
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref42
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref42
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref42

TICLE IN PRESS

C.-L. Tung et al. Experimental Cell Research xxx (xxxx) xxx—xxx
small cell lung cancer cell lines: role of gefitinib-induced down-regulation of microarray analysis, Mol. Cell. Biol. 21 (2001) 4684-4699.
thymidylate synthase, Mol. Cancer Ther. 7 (2008) 599—-606. [45] Y. Kalma, L. Marash, Y. Lamed, D. Ginsberg, Expression analysis using DNA
[43] T.C. Hallstrom, J.R. Nevins, Specificity in the activation and control of transcrip- microarrays demonstrates that E2F-1 up-regulates expression of DNA replication
tion factor E2F-dependent apoptosis, Proc. Natl. Acad. Sci. USA 100 (2003) genes including replication protein A2, Oncogene 20 (2001) 1379-1387.
10848-10853. [46] S. Polager, Y. Kalma, E. Berkovich, D. Ginsberg, E2Fs up-regulate expression of
[44] S. Ishida, E. Huang, H. Zuzan, R. Spang, G. Leone, M. West, J.R. Nevins, Role for genes involved in DNA replication, DNA repair and mitosis, Oncogene 21 (2002)
E2F in control of both DNA replication and mitotic functions as revealed from DNA 437-446.


http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref42
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref42
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref43
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref43
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref43
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref44
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref44
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref44
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref45
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref45
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref45
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref46
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref46
http://refhub.elsevier.com/S0014-4827(17)30253-7/sbref46

	Salinomycin acts through reducing AKT-dependent thymidylate synthase expression to enhance erlotinib-induced cytotoxicity in human lung cancer cells
	Introduction
	Materials and methods
	Cell lines, cell cultures, and chemicals
	Western blot analysis
	Plasmid and transfection
	Quantitative real-time polymerase chain reaction (PCR)
	MTS assay
	Combination index analysis of drug interactions
	Trypan blue dye exclusion assay
	Statistical analyses

	Results
	TS mRNA and protein levels were decreased after erlotinib exposure
	Knockdown of TS increased erlotinib-induced cytotoxicity and growth inhibition in NSCLC cells
	AKT inactivation and TS downregulation were associated with erlotinib-induced cytotoxicity and growth inhibition
	Salinomycin synergized erlotinib-induced cytotoxicity and cell growth inhibition in H1703 and H1975 cells
	Salinomycin down-regulated TS protein and mRNA level in erlotinib-treated human lung cancer cells
	Transfection with AKT-CA or Flag-TS vectors enhanced the cell survival suppressed by erlotinib and salinomycin

	Discussion
	Conflict of interest
	Acknowledgements
	Supplementary material
	References




